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BATCH 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/6 02,59 7 



DATE: 12/04/2000 
TIME: .1.2 ; 08 : 25 



11 
13 
T4 
16 
18 
20 
21 
22 
2 3 

2 5 
26 
27 
28 
29 

3 0 
31 
3 2 
3 3 
3 4 
35 
36 
3 7 

3 8 
39 

4 0 
41 
42 
43 
4 4 
45 

4 6 
47 
48 
49 
50 
51 
52 
53 
54 

5 5 
56 
57 
5 8 



Input Set : 
Output Set: 



A:\472.app 

N:\CRF3\12 04 2000\I6 0 2 59 7 .raw 



4 <110> APPLICANT: Duhl, David 

5 German, Susan VS/ilkie 

7 <120> TITLE OF INVENTION: HUMAN CHROMOSOME 15 AND 16 BARDET-BTEDL 

8 SYNDROME POLYNUCLEOTIDES AND POLYPEPTIDES AND METHODS OE USE 
FILE REFERENCE: 200130.472/1568.002 
CURRENT APPLICATION NUMBER : 0 9/602,597 
CURRENT FILING DATE: 2000-06-22 
NUMBER OF SEQ ID NOS : 12 

SOF'TWAKE; FastSEQ tor Windows Version 4.0 
SEQ ID NO: 1 



<13 0> 
<14 0> 
<141> 
<160> 
<17 0> 
<2.10> 
<211> 
<212> 
<213> 
<4 0 0> 

aagcccLgaa 
ctttca ttf:in 
aqagcgagcg 
cctcccgcgc 
attatcaaaa 
qaagaa tggg 
gaccctcga t 
gaggaacag t 
cttgatgagg 
aaagaactga 
aaggaagtgg 
gcgaagctg t 
agactgaaac 
ctcggaaaca 
ggcatcctcc 
agcgaaqgca 
t.Lcctcgagg 
rggaccgttc 
tcctg tg Lac 
gtggcccgaa 
gctgccactt 
aa Lgccccag 
tgtttLttct 
aaacattcta 
gaagogaact 
gLLgtg tgac 



LENGTH: 2 3 50 
TYPE: DNA 

ORGANISM: Hoino sapiens 
SEQUENCE: 1 

gggtcaaaag aaatacaaaa 
1 1 C C 1 1 C C t C t q 1 1: t c 1 1 1 c 
qctctgcggt ggcggtttgq 
gccggtagat tggttgtttc attatggatg 
agaggtttgt gtctgaggca gaactagatg 
aqaaagttcg aaaacctgaa 
ctctatatga aagqctacaq 
tcaaattcaa aaacatggta 
gcaggaacta 
aaataacctc 
gactgtgaaq 
tgtqaagcat 
qccagatgac 



tttctcgaca 
aqgaatacag 
aaaagaaact 
tggcaqgagc 
cggaccctga 
cctcccLgag 
caggcctggg 
ccatcaatgc 
ccccctagtt 
a tgctgccta 
aacatgacat 
t,cg tqtUf.gg 
tcctcactga 



gcaaaggcta 
tttcttcctt 
yytqqgcgcc 



gatccagaag 
qaacagaagq 
aqaggcttag 
a taqaaaagc 
aagaaggttg 
ccta Lagaaa 
aagagctcag 
aagaatcaag 



tggcccctcc atccactgcc 
tgcctactct gggagcagcg 



attq tctcct 
tacacaqgga 
gt'ccctnaaa 
toe a a beta a 
tactccactq 
agggcaaggc 



c a t: q c a 1 1. g t g a a a g c 1 1 1 c 

ca L t ta t y ca g y a a g gg a c t 

g g g a a a 1 1 a t: tj: t a t g 1 1 1 g 

ga ga a a c a a a eg t a g gee 1 1 

ttaatgagat gacLtatttc 

acacttgcat atLgtgacca 

tqcLtttaac tgtggaa Let 



caccggaaaq 
tctccg tccc 
taggca tta t 
tt Ltaaccaa 
ttcctctttc 
ta ttgggagg 
gagaataggc accggctggc ttgccaaaqg 
ttt-ccogaca gcacaaagaa gtaagggcag 
atgtgttgtt tggttctact 
atqaaatgga gcccbtccct 
tgataaaccc catctgctgg 
caLacccttg gccatLccct 
gctaacaaga acgotUccat 
1 1 1 1 1 g a a a t a a a g g a 1 1", t: a 
gtttactaaL agccaqacat 
tggcagctcc tggaaLccta 
ttctattgag gccctctcLg 
atttctaacc taaaggtgct 



ttgtaaa tga 
gacccaggta 
Laag taaaqa 



t ti 1 1 c 1 1. 1 1 1: 1 1 tt t: t c L 1 1 

tea 1 1 1 1 1 1 1 1 1 c t tt t tta 

gccgaggnga ggtcgtctcg 

gaggggat:ga tggtaacctt 



aacggcgcaa 
aatgtccaga 
acaggaaqca 
a tgaogatqa 
aacgaaqaga 
gaatttc tea 
ccaagaacaa 
a gag t:gqcaa 
aqccctcatc 
cctc tgcLgc 



^aggaggcaa 
ggaggttta t 
gcagqagtarj 
qaccaact tc 
dqaagaacv.g 
agaqaacaag 
g ttctcccag 
caqtgtqaaa 
ctqcaaqtc t 
agta Cgtatc 



actccgagLc cagctcagac 
t: c a t c 1 1 c c g a a c o a a c a r : c: 
gctcctcccc aagggtagat 
aaaaaantco tttgcc^ca 
aaatgLgcoa yaatccacct 



caga tgacca 
ccagccgaag 
qtttqqgttt 
tta ttggaca 
gca ttgtgga 
gyaactaacc 
gqg tg Lcaot 
ctctcctc tc 
ctcaaacctt 
gtttaagatt 
caqaact.gca 
a ta Ltg La a a 



aacctgtccc 
ttccactaaa 
LattgcttLc 
ggtqtLatLt 
gcatgcgggg 
agtccttgat 
tcacactcgg 
tc Lccaaccc 
ttctctgcct 
ctaaatttta 
ggtagg tatg 
Lgaq Lyggac 



Ltt.aa tgcat a tta tactt.g 
gcccLagtac ttttctttgc 



60 
120 
3.80 
240 
300 
360 
420 
400 
54 0 
6 00 
660 
720 
7B0 
840 
900 
960 
1020 

loao 

114 0 
1200 

12 6 0 

1 3 2 0 

13 8<1 

14 4 0 

15 00 
1560 

16 20 
1680 

17 4 0 
1800 

18 6 0 
1 920 

19 8 0 



f 



ENTERED 



file://C:\CRF3\OLithold\Vsi-1602597.htm 



1 2/4/00 





Page 2 of 7 



RAW SEQUENCE LISTING 

PAT?;NT APPLICATION: US/09/602, 597 



DAIE: .12/04/20 00 
riHE: 12:08:26 



TilpuL Set : A:\4 7 2.app 

Output Set: N:\CRF3\1204 2000\I602597.raw 



59 tqcctctgct cjctctttttc ctctccaaac agcaactctg ac]gccat9aq cagccaaaaa 

60 ctat;]aggtac Lgctocacct cgtctcataa agggaaacgg gctcatccct: tggattctyg 

61 aggaqgqaga gqgaqatgqt gtqqaqqcct cqaqgacaga gataqacatg aqctttgaca 

62 acaatctyta ggctctcctq ctttagaata aqcar.gtacc attctttatc cattcccctt 

63 attcctacat cnattytttt tactttctty ggtgtgagac tgagtgagac acacacaaaa 

64 tgtgttgaca ctgtgatgcc ggcaggcaga gcagcLactg actttgaaca tgygcagaga 

65 ggcccctgga lictcatccaq cccacCcctt ttccccttcc aqtacagtga cactctqgtig 

66 cccattgqca gat;ggcgact tccct.gcacc cat;aactgat gctttgtgaa ttcttcctcc 

67 ttttcayaac tactctgtqc taattgttct gccagtatgg gcgcatcagc tccatcctga 

68 caaacaagac atttaygtaa aaottt:gtag gcaccl:tctg cttctctgct tcattgttcc 

69 tgtgataqtc ctgttgttat tacaycatgt acccaaaaca gcclicacatt gttacaggag 

70 gcaggccagg acatcaaagt catcatcttt atgtggcatg actcttaaga ggccattact 

71 gbatctcatg gcctcttgaL gtggaaagaa gttgacagag gqttgcaggg tttaaaaaca 

72 tccattaaca tgaaagctaa taaacctgtc agagaacaaa aaaaaaaaaa aaaaaaaaaa 

73 aaaaactaaaa aaatiaaaaeid aaaaaaaacia 

75 <210> SEC ID NO: 2 

76 <211> LENGTH : 2 54 

77 <2I2> TYPE: PRT 

78 <2:t3> ORGANISM: Homo sapiens 
80 <400> SEQUENCE: 2 



81 


Met 


Asp 


Gly 


Gly 


Asp 


Asp 


Gly 


As El 


Leu 


He 


Tie 


Lys 


Lys 


Arg 


Phe 


Val 


82 


1 








5 










10 










15 




83 


Ser 


Glu 


Ala 


Glu 


Leu 


Asp 


Glu 


Arg 


Arg 


Lys 


Arg 


Arg 


Gl n 


G I.U 


Glu 


Trp 


84 








20 










25" 










3 0 






85 


Glu 


Lys 


Val 


Arg 


Lys 


Pro 


Glu 


Asp 


Pro 


Glu 


Glu 


Cys 


Pro 


Glu 


Glu 


Val 


06 






35 










4 0 










45 








87 


Tyr 


Asp 


Pro 


Arg 


Ser 


Leu 


Tyr 


Glu 


Arg 


Leu 


Gl n 


Glu 


Gin 


Lys 


Asp 


Arg 


B8 




50 










55 










60 










89 


Lys 


Gin 


Gin 


Glu 


Tyr 


Glu 


Glu 


Gin 


Phe 


Lys 


Phe 


Lys 


Asn 


Met 


Val 


Arg 


90 


65 










70 










75 










80 


91 


c;iy 


Leu 


Asp 


Glu 


Asp 


Glu 


Thr 


Asn 


Phe 


Leu 


Asp 


Glu 


Va 1 


Ser 


Arg 


Gin 


92 










85 










90 










9 5 




93 


Gin 


Glu 


Leu 


He 


Glu 


Lys 


Gin 


Arg 


Arg 


Glu 


Glu 


Glu 


Leu 


Lys 


Glu 


Leu 


94 








10 0 










105 










110 






95 


Lys 


G.lu 


Tyr 


Arg 


Asn 


ASn 


Leu 


Lys 


Lys 


val 


Gly 


Tie 


ser 


Gin 


Giu 


Asn 


96 






115 










120 










125 








97 


Lys 


Lys 


Glu 


Va 1 


Glu 


Lys 


Lys 


Leu 


Thr 


Val 


Lys 


Pro 


He 


Glu 


Thr 


Lys 


98 




130 










135 










140 










99 


Asn 


Lys 


Phe 


Ser 


Gin 


Ala 


Lys 


Leu 


Leu 


Ala 


Gly 


Ala 


Va 1 


Lys 


His 


Lys 



100 145 150 155 160 

101 Ser Ser Glu Ser Gly Asn Ser Val Lys Arg Leu Lys Pro Asp Pro Glu 

102 155 17 0 175 

10 3 Pro Asp Asp Lys Asn Gin Glu Pro Ser Ser Cys Lys Ser Leu Gly Asn 

104 180 18 5 ^ ' 19 0 

105 Thr Ser Leu Ser Gly Pro Ser Tie His Cys Pro Ser Ala Ala Val Cys 

106 195 200 205 

107 He Gly He Leu Pro Gly Leu Gly Ala Tyr Ser Gly Ser Ser Asp Ser 

108 210 215 220 

109 Glu Ser Ser Ser Asp Ser Glu Gly Thr Tie Asa Ala Thr Gly Lys He 



2040 
2100 
2160 
2220 
2280 
2340 
24 0 0 

24 6 0 

25 20 
2580 
264 0 
2700 

27 6 0 

28 2 0 
2850 
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RAW SEQUENCE LISTING 

PATBNT APPLICATION: US/09/6 02,59 7 



DATE: :[ 2/0 4/20 00 
ril-JK: 12:08:26 



Input: Set : A:\4 72.app 

Output Set: N:\CRF3\I204 2000\I602597.raw 



.1 10 225 230 235 

Wixi Scr Ser lie Phe Arg Thr Asm Ihr Phc Leu 
112 24 5 250 

1'I4 <210> S^:0 ID NO: 3 

115 <211> LENGTH: 1516 

116 <212> 'YYPE: DNA 

117 <213> OKGANTSH: Homo sapiens 
i:i9 <4 00> SFJOUfilNCE; 3 

120 cgtccggatjc ctyggggaaa figcggcgcgg gagccygcac 

121 acggcggccg tagcgacctc gggaygcaay cgyayccgcc 

122 agttagcacg cggaccagca ytcctgcgca gggcgccgaa 
12 3 cccqyacctg gycttcgtgc gctccegcct eggggcgctc 
124 qgygctgctg gtgtgggcyc tgattgcgya caccccgtac 
12 5 ctyggtgatg ttcgtcgctg tottcctctg yctggtgaca 

126 c;ctgtttcag ctgcacatya agttgtacat ygttccctgg 

127 taacatcaqc gccaccgttc tctacatcac cgccttcatc 

128 cctgacatcc ctgagyggca cccggcctta taaccaycyc 

12 9 ytgtttyytg atgatcgcct atggagtqag tgccttcttc 

130 agtaggcagc aatgcygcca ccagtcagat ggctggcggc 

131 cacggcccec Lctggggctg aagccyccgc tgggtcacag 

132 ctyaayctyg ggagccctgc gtggaytcag cccaacsgyq 

13 3 cccgt.cagac ataagctctc acagcgctaa gyaagcaggc 
134 gcttgcagga ggccaactgc tyagacctct tctccatccc 

13 5 cgggggatcL gaggctgtgt ctctgccttg tctttagagg 

136 ggcccficcct: tctcaccagc ictaaatgca ctaacaagga 

137 acccyccgta gtataagcct aacaagcaac a<:g1:agc;icc 

138 gct:gagcaag ctggtgaaac cactctcctt cctttaaaca 

139 ctggagccaa cctgtaaaaa gtgggttgat tgctgaoayc 

140 ttcagacata ccagttactg aaagcaaatc agttttaagt 

141 ccLgtccagg tttccttccc tttcccaagc ctctctctgt 

14 2 ctaacatcgy tycctccccg accttgctga c tag yea cat 
14 3 aagcaaqgcc ttgcctggcg agttgtcatg tggttggtyg 
14 4 ataaaaataa agatgagaga aattaaaaaa aaaaaaaaaa 
145 aaaaaaaaaa aaaaaa 

14 7 <210> SEQ ID NO: 4 
14 8 <211> LENGTH: 216 

149 <212> TYPE: PRT 

150 <213> ORGANISM: Homo sapiens 

152 <4 0 0> SEQUENCE: 4 

153 Met: Ala Glu Phe Pro Ser Lys Va I Ser Xhr Arg 

154 1 5 10 ' 

155 Gin Gly Ala Glu Ala Ser Val Ser Ala Leu Arg 

156 20 25 

1.57 Val Arg Ser Arg Leu Gly Ala Leu Met Leu Leu 
]. 5 B 3 5 4 0 

159 Leu Leu Val Trp Ala Leu He Ala Asp Thr Pro 

160 50 55 

161 Ala Tyr Gly Trp Val Met Phe Val Ala Val Pile 
16 2 6 5 70 7 5 



24 0 



Glu Ala Pro 



ccaccgctgg 
atqgccgag t 
ycctcgg tg t 
a tg c tg c tg c 
cacctg tatc 
atcgtcctct 
ccac (:gg tg t 
gcctgctctq 
qcy gctgcct 
agctaocagg 
ta tgcctaaa 
agcaggqtca 
actgcatttg 
ccaggctygc 
cctta ttcag 
acttcagcg t 
cticcagacct 
ttagtctttg 
ccgtttcaac 
atggtcttcc 
ga t titctcag 
aatactccct 
gg gacqcaaa 
tgactgtttt 
aaaaaaaaaa 



^jgfjygcggcg 
tcccgtogaa 
cggegctgcy 
agctggtgct 
cggcctatgg 
tcaacetcta 
taatgatctt 
cggcagttga 
eg ttctttgc 
cctggcgagg 
ccacctgtge 
occtqcaagc 
ctcctctctg 
aggca tctcg 
tygaagatga 
ccaagac tgg 
gcaqccccag 
ttccaggaga 
caacctctec 
otccctgcat 
tgctgaaaag 
ttgggcgaag 
ggagggayqg 
atttttttta 
aaaaaaaaaa 



Tlir Ser Ser Pro Ala 
15 

Pro, Asp Leu Gly Phe 
30 

Gin Leu Val Leu Gly 
4 5 

Tyr His Leu Tyr Pro 
60 

Leu Trp Leu Val Thr 
80 



60 
120 
180 
240 
300 
360 
420 
48 0 
540 
600 
660 
720 
780 
84 0 
900 
960 
102 0 
108 0 
114 0 
1200 
126 0 

13 20 
1380 

14 4 0 
1500 
1516 
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RAW SEQUENCE LISTING 

PATENT APPi.ICAX ION: US/09/602, 59 7 



DATJJ: :! 2/04/2 000 
Vim: 12:08:26 



Input Set : 
Output Set: 



A:\472.app 

N:\CRF3\12042000\I602597 -raw 



.16 3 
164 
165 
166 
1-6 7 
168 
169 
170 
171 
172 
173 
174 
175 
176 
177 
178 
179 
180 
182 
183 
184 

18 5 
187 
188 
189 

19 0 
191 
192 
193 
19 4 
19 5 
196 
197 
198 
199 
200 
201 
202 
203 
204 
205 
206 
207 
208 
209 
210 
211 
212 
213 



lie 


val 


Leu 


Plu; 


Met 


Va 1 


P ro 


Trp 








100 


vai 


Leu 


Tyr 


I le 






115 




Thr 


Ser- 


Leu 


Ary 




130 






Pile 


Phe 


Ala 


Cys 


145 








Scr 


Tyr 


Gin 


Ala 


Met 


Ala 


Gly 


Gly 








IHO 


Glu 


Ala 


Al£l 


Ala 






195 




Gly 


Ala 


Leu 


Arcj 




210 







Asn 

85 

Pro 



Leu Tyr Leu 



Leu Val Leu 



Thr Ala Phe 



Leu 



Arg 
13 5 
Met 



lie 
120 
Pro 

lie 



Trp 
165 

Tvr Ala 



val 
1. 5 0 

Arq Gly Val 



Thr Itir 



Gi:,^ 



Ser Gin Ser 
200 



Phe Gin Leu 
90 

Het Tie Pile 
105 

Ala Cys Ser 

lyr Asn Gin 

Ala Tyr Gly 
15 5 

Gly Ser Asn 
17 0 

Cys Ala Thr 
185 

Ary Val Thr 



His Met Lys 

Asn lie Ser 
110 

Ala AlQ VQi 
12 5 

Arg Ala Ala 
14 0 

Val Ser Ala 

Ala Ala Thr 

Al.a Pro Ser 
19 0 

Leu Gin Ala 
205 



Leu Tyr 
95 

Ala rhr 

Asp Leu 

Alfj Ser 

Phe Phe 
16 0 
Ser Gin 
17 5 

Gly Ala 
Ser Trp 



215 

<210> SEO ID NO: 5 
<211> LENGTH: 217 7 
<212> TYPE: UNA 
<213> ORGAbUSM: Homo sapiens 
<4()0> SEQUENCE: 5 
tjtgctgtgaq yggcttcggg accttgyggc 
gqaqacaggg qcacagagag acaqagqttc 
agcaaeccag gceteccgca ggcagycaga 
aacayctctg atqagctcca caqtggotqc 
yaagyagtct ccaygcayat gyggcctggg 
ccagtyccgc ytgtgcygag acagcaycag 
cgyctgcacg ggcttcttca agaggagcgt 
99999f^39g9 atgtgccccg tggacaaygc 
gaagaaqtgc ctycagycyq qqatgaacca 
a a yea cay CO caygtccacc tggacagcat 
cctggtgyct cccccggccc cgycayggcg 
ayccagagcc ctgggccacc acttcatggc 



yctggagcca 
ctcctctcca 



gaygatgctg atgagaatat 
fc a c; t c c t c 1 1 c c t c c c c c t g 



tcycctactc ttcatggccg 
cttccygyat caggtacct:a 
gcggcccact cgagtcaacc 



tcaay tggyc 
ocggcctgcc 
agacagggca 
ggqgacacac 
gggggtgcat 
atqgctaygg 
cagacattct 



cagcttggat ggtgaLggct 
atctcaggga tggtgacggt 
tgcacaccta ggagat:gatg 
tggaagaccc tcaggccctg 
caggctgayt ggctgactct aggccccctt 
gcattttagt teaatctctc cagctctggg 
gat.ctttcag gaaaaccagg aggagaggca 
gtgtgcLggg gtggagcaac; tcagaagagt 
aggacactcd tgaggcatgL cLctgaggct 



agcLcctgag 
a Lggactgaq 
ggetgccctig 
age tgcgcct 
gqaggatccc 
cgqgaagcac 
acggcygayg 
ccaccgcaac 
gqacgccqtg 
ggagtccaac 
caycccacgg 
cagccttat.a 
tgatytcacc 
cgqcctgyac 
caagaacctg 
tgctgyggag 
cacacatccc 
a tacctctqa 
gca tctctgg 
acctacaggg 
gtggg taaca 
ggagcacaag 
cca tccctct 
tgaggagggt 
caggccacac 
gccca actio 



ttcagacaga 
qcaaaggctg 
taacccatgg 
gcagctgggg 
acaggeg tga 
tatggcatot 
ctcatctaca 
cagtgccagg 
cagaaggagc 
actgay tccc 
ggccccacac 
aoagctgaaa 
agcaa tgacc 
agcatcca tg 
cctgtyttct 
ctaygctggg 
cacgccag ta 
ttcagcga tg 
cacagqgatg 
cccagygtct 
agt.gacctgc 
tgcctacgac 
cgycttctaa 
ttgagyccct 
cact Lgaa ta 
caatggctct 



gttcaggaag 
gqccagyctc 
agaccagacc 
ctgcctccag 
ycccctcqct 
a tgcctgcaa 
ggtgccQggt 
cctgccggct 
gccaqccgcg 
ggccggagtc 
ccatgtctyc 
C9tgtgctaa 
ctgagttccc 
agacctcggc 
ccagcct:gco 
ctyqggtcag 
Lgaatgcaca 
gctgggytgc 
atgytcgggg 
tcttaagttc 
acacoctgaa 
ttcaggyctt 
tgggcaagca 
cagccagtc t 
cactcaactt 
gygcyttcct 



6 0 
120 
18 0 
24 0 
300 
360 
420 
48 0 
540 
600 
60 0 
720 
78 0 
84 0 
900 
960 
10 2 0 
1080 
1140 
1200 
12G0 
1320 
1380 
14 4 0 
1500 
1560 
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RAW SEQUENCE LISTING DATE: .'12/04/2000 

PATENT AP P.LXCAT ION : US/09/6 02, 597 TXMK : .12:08:26 



Input Set : A:\4 7 2.app 

Output Set: N:\CRF3\12042000\I602597.raw 



214 


aaatcjtccca 


gctgcagctc tggatggaac ccagtgtctc 


aga tgatagg 


cagctgagcc 


1620 


2 1. 5 


gcjt'j tggtgcc 


aaatcccaga gcLctgagcc tctggctgat 


gtcaggagag 


ca ttc tcggg 


1680 


£, .1 0 


tcccaggaca 


gcacttccat tccttgggtg cctgagatgg 


tggcagaggc 


tccagac tga 


!1 7 4 0 


2.1 7 


qccagagaay 


ctgtgtgtct gccataacag gcacccctgt 


ctgagcacag 


gtga toctgc 


1000 


21 B 


tggaagaggc 


gtggagtgaa ctctttctcc tcggggccat 


ccag tggtct 


ctgcc tc tgg 


1860 


.1 y 


acagctgtcc 


tctgctggca ccgcccgagg cctctgctgc 


cggtggtgcc 


cagggccggc 


19 2 0 


22 0 


tcacgctggc 


cagcatggag acgcgtgtcc tycaggaaac 


tatctc tcgg 


ttcogggca t 


1980 


221 


tggcgg tgga 


ccccacggag tttgcctgca tgaaggcctt 


gytcctcttc 


a a g (.: c a y a y a 


2 04 0 


22 2 


cgcggggcct 


gaaygatcct gaycacgtag aggccttgca 


ygaccagtcc 


caagtya tyc 


2100 


22 3 


tgagccagca 


cagcattcta gaattaagcg gccgctgaat 


tctagg ttaa 


gatggccctt 


2160 


224 


yaca ttgagc 


agg tctt 
























217 7 


0 


<210> SfJQ 10 NO 


: 6 


























22 7 


<211> LhJNGTH: 29 7 


























228 


<212> TYPE: 


PRT 




























229 


<213> ORGANISM: 


Homo sapiens 




















23 1 


<4 0 0> SFJQUENCE: 


6 


























23 2 


Met 


Glu 


Thr 


Arg 


PX'O 


Thr 


Ala 


Leu 


Met 


Ser 


Ser 


Thr 


Val 


Ala 


Ala 


Ala 




23 3 


1 








5 










10 










15 






23 4 


A. I a 


Pro 


Ala 


Ala 


Gly 


A. la 


Ala 


Ser 


Arg 


Lys 


Glu 


Ser 


Pro 


Gly 


Arg 


Trp 




2 3 5 








2 0 










25 










30 








23 6 


Gly 


Leu 


Gly 


Glu 


Asp 


Pro 


Thr 


Gl V 


Va 1 


Ser 


Pro 


Ser 


Leu 


Gin 


Cys 


Arg 




23 7 






35 










40 










45 










238 


Val 


Cys 


Gly 


Asp 


ser 


Ser 


Ser 


Gly 


Lys 


His 


Tyr 


Gly 


He 


Tyr 


Pi\.a 


Cys 




23 9 




50 










55 










60 












24 0 


Asn 


Gly 


Cys 


Ser 


Gly 


Phe 


Phe 


Lys 


Arg 


Ser 


Va 1 


Arg 


Arg 


Arg 


Leu 


He 




241 


65 










70 










1 D 










ft n 
o u 




24 2 


Tyr; 


Arg 


cys 


Gin 


Val 


Gly 


Ala 


Gly 


Met 


cys 


Pro 


Val 


Asp 


Lys 


Ala 


His 




24 3 










B5 










90 










95 






244 


Arg 


Asn 


Gin 


Cys 


Gin 


Ala 


Cys 


Arg 


Leu 


Lys 


Lys 


Cys 


Le\j 


Gin 


Ala 


Gly 




24 5 








100 










105 










110 








24 5 


Met 


Asn 


Gin 


Asp 


Ala 


Val 


Gin 


Asn 


Glu 


Arg 


Gin 


Pro 


Arg 


Ser 


Thr 


Ala 




^4 / 






115 










120 










125 










^ 4 O 


Gin 


Val 


His 


Leu 


Asp 


Ser 


Het 


Glu 


Ser 


Asn 


Thr 


Glu 


Ser 


Arg 


Pro 


Glu 




24 9 




130 










135 










14 0 












2 50 


Ser 


l.e-^u 


Va 1 


Ala 


Pro 


Pro 


Ala 


Pro 


Ala 


Gly 


Arg 


Ser 


Pro 


Arg 


Gly 


Pro 




2 5.1 


14 5 










150 










155 










16 0 




252 


Thr 


Pro 


MGt 


Ser 


Ala 


Ala 


Arg 


Ala 


Leu 


Gly 


His 


His 


Phe 


Met 


Ala 


Ser 




253 










16 5 










170 










175 






254 


Leu 


Tie 


Thr 


Ala 


Glu 


Tlir 


Cys 


Ala 


Lys 


Leu 


Glu 


Pro 


Glu 


Asp 


Ala 


Asp 




255 








180 










18 5 










190 








256 


Glu 


Asn 


He 


Asp 


Val 


Thr 


Ser 


Asn 


Asp 


Pro 


Glu 


Phe 


Pro 


Ser 


Ser 


Pro 




257 






195 










200 










20 5 










258 


Tyr 


Ser 


Ser 


Ser 


Ser 


Pro 


Cys 


Gly 


Leu 


Asp 


Ser 


He 


His 


Glu 


Thr 


Ser 




259 




210 










215 










220 












260 


Ala 


Arg 


Leu 


Leu 


Pile 


Met 


Ala 


Val 


Lys 


Trp 


Ala 


Lys 


Asn 


Leu 


Pro 


Va 1. 




261 


225 










2 30 










235 










24 0 




252 


Phe 


Ser 


Ser 


Leu 


Pro 


Phe 


Arg 


Asp 


Gin 


Val 


Pro 


Thr 


Gly 


Leu 


Pro 


Ala 




263 










245 










250 










255 






264 


Gly 


Glu 


Leu 


Gly 


Trp 


Ala 


Gly 


val 


Arg 


Arg 


Pro 


Thr 


Arg 


Val 


Asn 


Gin 





Please Note: Y -Vj 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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